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- E.g. For modelling a mitral ring!
- Visual representation (2D and 3D)
- Suitable fileformat
- Intuitive interactions
- = All that is arranged with your ObjectFactory
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-« MITK / Core
- Only super essential datatypes (e.g. PointSets)

- MITK / Modules
- When you want to make it open source

- MITK-MBI / Modules
- When you want to keep it closed source for the time being
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Qf’ Chhome'graser\Development\MITK-MBI\mbi\Modules\CMakelLists.txt - Notep

e b graser ¢ Development » MITK-MEBI » mbi » Modules

— e — —
Freigeben far = Brennen Meuer Crdner

Mame . And
. AbdomenSegmentation 05.0
. AnisotropicRegistration 09.0
. CameraCalibration 05.0
CurveModel 24.0
. daVinciTracking 05.0
. DicomIndexer 04.01
Niffusinnimaninn 05.0
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- Create your folder in mbi\Modules
- Add your folder to mbi\Modules\CMakeLIists.txt

SET (MITE DEFAULT SUBFROJECTS MEBI-Modules)

2

#

$# The order of the entries in this file is not
% on other modules must be listed after their
2

#

e T g

#RDE;SUED_iLu_uiYfPE:S;StE:CED&t&]
ADD SUBDIERECTORY (Registration)

ADD SUBDIRECTORY (GEFileReader)
ADD_;UBDIRECTDRY{CurveHudel]

ADD SUBDIRECTOERY (Graphfilgorithms)
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- Create the following folders and your
- CMakelLists.txt and files.cmake

Mame

. Algonthms

. Documentation ———

5 « Algorithms specific for this datatype

- Doxygen documentation

. Interactions

. I0DataStructures - Interactors
. Rendering _ _
_ - DataStructure, Filereader/-Writer and
. Testing ObjectFactory
- EMakeLists.
| files.cmake - 2D and 3D Mapper

- Tests
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SET (CPP_FILES
IODataStructures;/mitkCurve. cpp

)
SET (H FILES

CMakelLists.bxdt _
— I0DataStructures/mitkCurve.h

/

(-

|| files.cmake

\’
# CRELTE MODULE HEEE
MITE CREATE MODULE (MitkCurveModel
INCLUDE DIRS5 ICDataStructures Rendering Algorithms Interactions
DEFPENDS MitkExt

)
PDD_SUBDIRECTDRItTesting}
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~ < Datatype Class
MName
- Datatype Source (Superclass)
| Algorithms - Datatype Writer

Datatype Reader
DataTypelOFactory
DataTypeWriterFactory

. Documentation

. Interactions

. I0DataStructures

v

. Rendering
. Testing
CMakelLists. bt

—_

| hiles.cmake




Bastian Graser

Medical and Biological
Informatics

7-March-12 Page 8 Most important: The datastructure

Narme ~  « 2D Mapper
- 3D Mapper
. Algonthms
. Documentation
. Interactions
. 10DataStructures
. Rendering j>

. Testing
- CMakelists. b

| hiles.cmake
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- To use your datatype:
- Add DataType-Module Depedency to CMakelLists.txt
- Call RegisterFunction.

E.g. in Constructor of Bundle View
#include "mitkCurveModelObjectFactory.h"
RegisterCurveModelObjectFactory();
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- You can create your DataType-Module
- You need a class for:
- Datatype, Reader, Writer, Renderer, ObjectFactory
- Copy & Paste stuff from here:
- MITK / modules / Diffusionlmaging
-« MITK-MBI/ modules / CurveModel

- To use it in a bundle/module, you have to call the
RegisterFunction first



